[TTTT B T°7 TTTT T ] [ T T°07 W T BT N [ 7] [ = 1
p3623  p36.12  p3sd  p3dl  p322  p3l2 p223  p213  pI33 pl2 qll  ql2 q2ld 22 q241 252 g3l1 @321 @323 qd201 423

101 bp
43,850,040 bp 43,850,060 bp 43,850,080 bp 43,850,100 bp 43,850,120 bp
I I I I

AAGGATAGGGGACTTTATGACTATTTGACAGGTAAAAGCCAAGTTGGCTCCTTAGAGGATGGAAAGGAGAGCAGGCCCAAGCTTCACCAGAGCTGCAGG .

| | I I

Coverage

Individual S3, neuron

Coverage




chr4

ple2

p1532

pls.1

pl4 pl2

ql2  ql3.1 ql33

q2122

q222 q24

q25

q26

q28.1

q28.3 q31.21

4313

q322

q33 q343

q35)

52,779,740 bp
|

52,779,760 bp
|

101 bp
52,779,780 bp
|

52,779,800 bp
|

52,779,820 bp
|

Sequence

| ITATAAAGACAAACAGATGTCCTAGGACTTTATGCATAGCAGCGAGAGAGTCACT GTTACCACAGTTTTGTCACCCATTAGCCATAAATTGCT GTTTGTAT1 |

Coverage

I“‘

Coverage

Individual S3, neuron

Coverage

Individual S3, muscle




chril

pl54 pl52 pl43 p13

pl2

pli2

plLIl

ql22

ql32

ql34

qld.1

ql4.2

q21

q222

q23.1 q23.3 q242

q25

120,838,100 bp

120,838,120 bp
|

101 bp

120,838,140 bp
|

120,838,160 bp
|

120,838,180 bp
|

Sequence

Coverage

Coverage

Individual S3, neuron

Coverage

Individual S3, muscle




[ ] [ 1]
p22.3; p222  p22.12 p212 plid4  pll2 pli2l  qli2 q132  q211 q21.31 25 q262  q27.d

101 bp
75,650,540 bp 75,650,560 bp 75,650,580 bp 75,650,600 bp ,650,620 bp
| | | | |

TGCCCCACATTCATGGCCTGAGTCAAGATTGGAGAGCAAGGCAAGGAAGCTGGTGCAGTTATTTCTGCTTATGGATTCAACTAAGCTGCCTATACCAAA .

Coverage ‘

_

Coverage

Coverage




chrX

p2232  p222  p212 p212 pli4  pll23  pli2l  qli2 q132  q2Ld q21.31 q22.1 23 q24 @25 q262  q27.d q28
101 bp

77,298,000 bp 77,298,020 bp 77,298,040 bp 77,298,060 bp 77,298,080 bp
| | | | | | | | | |

Sequence =l

| |CATCTT GTGGGTGAAAACTGATGGCTTGTTATTGCTCAGTTATGTTTCACGTACTCATTATTTTTTAAATGAATTGAGTTTATTTTCATCACATAGGTTG1

Coverage

[0 -301]

==

Coverage

Individual S3, neuron

Coverage

Individual S3, muscle




[ ] [ ] [ 1]
p223 p222  p22.12 p212 plid4  pll2 pli2l  qli2 q132  q211 q21.31 25 q262  q27.d
101 bp
120,183,100 bp 120,183,120 bp 120,183,140 bp 120,183,160 bp 120,183,180 bp
| | | | |

GCAAATTATGCACACAGCCATGAAGTATAACCTGGGATTGGACCTGAGAACAGCTGCCTATGTCAATGCCATTGAAAAAGTCTTCAAAGTGTACAGTGAA .

——
[0 - 535
Coverage | ‘ ‘ H ‘

]

ual S3, neuron

Coverage




chr9

p241 p223 p21.3 p211  pi32 pl2  plLl q12 q3  q@l12  q212 q21.33 q2232 g3l @313 ¢33.1 @333 q4a3
101 bp

133,267,340 bp 133,267,360 bp 133,267,380 bp 133,267,400 bp 133,267,420 bp
| | | | |

Coverage

Individual S4, non-neuron

[0 - 213
Coverage IIIIII I

Coverage

Individual S4, muscle

Sequence =) || AAGCAGGGAGCAGACGGCTCGGGGACCCTGGTGAGCAGGCCTGGGGAGCTGGTGACCATGGTGTGCCCTGTGCGGGGCTCCCCGCCCATCCACGTGAGCT(
K Qq 6 A/ID G S G/T L/ VM S/R P GG E L V T MV C P V R G S P P I H V S \V
HMCN2

RefSeq Genes




chr9

p24.1 p223  p213 p2l.l  pl32 pli2 q12 q3 @212 q212 q21.33 2232 q3L1 @313 g331 @333 3413

101 bp

718,400 bp 2,718,420 bp 2,718,440 bp 2,718,460 bp 2,718,480 bp 2
| | | | |

Coverage

Coverage

Individual C10, neuron

Coverage

Individual C10, muscle

Sequence

RefSeq Genes

TGCGCGCGCAGGCGCAGGT CGAGGAGGCGGAGGAACTCTTCCGCGACATGCGCTTCTACGGCCCGCAGCGGCGCCGCCTCTGGAACCTCAT GGAGAAGCC]
LIR A/IQ AQ VE E A E'E LI/F RID M/IR F'Y G/P Q/R RI/R LW NI/L M'E K P
KCNV2




chri5
I I ||
pl2 pll2 plL1 ql12 q13.1 qld  ql5.1 q21.1 q213 q22.2 q2232 q24.1 q25.1 253 261 262
101 bp
42,439,860 bp 42,439,880 bp 42,439,900 bp 42,439,920 bp 42,439,940 bp
| | | | | | | | | |

Coverage IIIIIIIIIIIIIIIIIIIIIIIIII

Individual C10, non-neuron|

Coverage IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

Coverage

Individual C10, muscle

Sequence - IGGTAGGTCACAGTGTCTAGAAGGCCGAGCTCCTGCAACCCTGCCAGGCTGCCGTACAGAGAAGACATGGCTCGGGTTCCACCCCCGGAACCCAACACAGC{

RefSeq Genes

PLA2G4F




chri

p3623  p3612  p3s.t  p3dl  p322  p3l2 p223  p213  pI33  pl2 q12 @211 q22 @241 252 g3l @321 323 qd211  qd23 8
101 bp

228,540,800 bp 228,540,820 bp 228,540,840 bp 228,540,860 bp 228,540,880 bp
| | | | |

Coverage

Coverage

Individual S7, neuron

Coverage

Individual S7, muscle

Sequence

RefSeq Genes

CAAGGCGGCTCCCCACGGCCCAGACCCAGGCTGGACCCTCACAGGCCTGGCCGTGTCCAGGAGGACAAGACTCTCACCCTTCCCAGTCAGGGTCTGCTGC

OBSCN




chr4

pl6.2

pl15.32

pl5.1 p13

pll

ql2

qi32  q211

q213

9223 q24 25 q26  q28.1 283 q3l21 q313 322 ¢33  q¥43 ¢35

380 bp

163,032,400 bp
|

163,032,420 bp
|

101 bp
163,032,440 bp 163,032,460 bp 163,032
I I I

Coverage

Individual S7, non-neuron

Coverage

Coverage

Individual S7, muscle

Sequence -

RefSeq Genes

IAATTGGCAGGCACTATGAGCAGATTCAGAATATTGACTGTACCTTATGTCGCAATCTCATTAGAGGCTGATAGGATTTAAGGCCATATCCT CCTTCTTTG‘

K

[

R'L RIM L/ /P QlY SIK LIG Y G G E K
FSTL5




chri9

pl133 p132 p13.13 p13.11 p12 pll  qil q12 qI311 qI3.12 q132  q1331 q1333 q1342
101 bp
58,187,940 bp 58,187,960 bp 58,187,980 bp 58,188,000 bp 58,188,020 bp
| | | | | | | |

Coverage

Coverage

Individual S7, neuron

Coverage

Individual S7, muscle

Sequence - TCTGGGATGAGAGACAAAGGAAAGTAAGGAATAAATCACAGTCAGTTAGAGTTGTCTGGAAGTTAGAGAAGCTATTGGAGGTCCAGTTATTAGTCAGCTC

RefSeq Genes

ZSCAN4




chr22
I I I el 1
p13 p12 pll2 pll.1 qll.1 ql121 ql122 q12.1 q122 q123 q13.1 q132 q1331  q13.32
101 bp
41,527,580 bp 41,527,600 bp 41,527,620 bp 41,527,640 bp 41,527,660 bp
| | | | | | | | | |

Coverage

Coverage

Individual S7, neuron

Coverage

Individual S7, muscle

Sequence

RefSeq Genes

IAAGCAAAGAAC CAGCAGAATCAGCAGCCTGGGCAGTCTCCCCAAGGCATGCGGCCCATGAGCAACATGAGTAAGTTTGTGTCATCCTAATAACATGGTAT

Q A/K N/Q Q N Q/Q P G Q S P Q G M R P M 'S N MS

EP300




chr5

p15.31

pl5.1 pld.L

pl32

p12

ql12  ql22

ql32

ql4.1

qla3 g5

q212

222 232 @11 ¢313 331 q34 4352

177,688,660 bp
|

177,688,680 bp
|

101 bp
177,688,700 bp
|

177,688,720 bp 177,688,740 bp
| |

Sequence - |

| |GGAAGTGGAGGTGGT GGTGGGGGAGTCCATCCCACCAGAT CTGGGGAGGGGCATGGGGAATAAGGAGTACTCACCTTGGGCCCTGGGGGTCCCTTTGGGC1 |

Coverage

Coverage

Individual S8, neuron

Coverage

Individual S8, muscle

[0 - 170]




chri1

pl54 pl52 pld3 p13 pl2  pli2  pllul q22  qI32 q135 ql42 q21 q222 q231  q233 q242 q25
101 bp

89,155,040 bp 89,155,060 bp 89,155,080 bp 89,155,100 bp 89,155,120 bp
| | | | |

Sequence

Coverage

Coverage

Coverage

Individual S8, muscle




[ ] [ ]
p1332  pl32  pl23  pl2d pli2. ql2  qI3.11 q132 q42  qi5 q212 q213: q22 q232 Q2411 q2422

101 bp
49,360,100 bp 49,360,120 bp 49,360,140 bp 49,360,160 bp 49,360,180 bp
I I I I I

CAGAAGTCAGGAGACTTCTCAAAGTAGACCAGCTCTCCTGAGAGGCGACGGGGACGCAGACGGGGCTGGAAGGCTCCAGAATTGCGGTTGTGGGTATCA .

W EREETRTIT

)

~——
-
L (T i

Coverage
ual S8, muscle




chr22

p13

pl2

pli2

plL.1

ql11 qli21  ql1.22

ql2.1 q122

ql23

ql3.1

ql32

q13.31

q13.32

bp

32,198,720 bp
|

101 bp
32,198,740 bp
|

32,198,760 bp
|

32,198,780 bp
|

32,198,800
|

Sequence

Coverage

Coverage

Individual S8, neuron

Coverage

Individual S8, muscle




[ ] [ 1
p22 p213  p2ll pli23  pil.l ql1.22 ql22  ql32 qLil q22.1 223 q232  q4dl q24.21 q24.23

30,705,880 bp 30,705,900 bp 30,705,920 bp 30,705,940 bp

- ]
Coverage |

Coverage
Individual S9, neuron

Coverage

Individual S9, muscle

v T S T Q CcC 6 T Q. Y I /T KL DI/S S/Q S/b Q/F I H S S Y E
TEX15

RefSeq Genes

Sequence CTTTTTGAGT GGAAAAACTGTAGACGTTTGGCAACCAGTCTGATAAATTGTTTTTAAATCAGAAGACTGCGAGTCCTGAAAAATGTGACTACTGTACTC I




chri6

|| |
plL1 ql12

p133 pl32  pl3.12 p123 pl2.1 pli2 q12.1 q122 q21 q22.1 q223 q232 41 g4

101 bp

72,166,860 bp 72,166,880 bp 72,166,900 bp 72,166,920 bp 72,166,940 bp
| | | | |

Coverage

Individual S9, non-neuron

Coverage

Coverage

Individual S9, muscle

Sequence -

RefSeq Genes

TTCTCCAGCTCTTGCAGCATCTCATCTTTCTCTTGGAGGAACTGAAGACAGCAAAATGCAAATGCTGGGAAAGGTCTGAGTGGCAGT GGGT GAAGGCAAT
K E L E Q L M E D K 'E Q L F

PMFBP1




chri6
|| I [ N O B T [T
pl133 pl32  pl3i2 pl23 pl2.1 pll2  plll ql12 ql2.1 ql22 q21 q22.1 q22.3 q232 q241 g4
101 bp
900 bp 90,015,920 bp 90,015,940 bp 90,015,960 bp 90,015,980 bp 90,016,
| | | | | | | | | |

Coverage ‘ H | ‘ ‘ ‘ |

Individual S9, non-neuron

Coverage

Coverage

Individual S9, muscle

Sequence - IGGGCCCTGGCAGGCGATGCAGGTATGGGCAGACAGGACGCTGTTGACTCCGCACACCGGGGTGACTTCTCAGGTTCTCGGGGTGGCAGCTGCAGTGATGA{
- LY EEYY] A 3] D T 1 1 T D [ T I \/ T < \/ 1 e \/ A A A \/ Y] 5
Y vy A 15 n i = . ' i i i o v H 5 v A A

RefSeq Genes

DEF8




chri7
| |
pl32  pl13l pl12 pll2 plL1 ql12 ql2  q21.1 q21.31 q21.33 q22 231  q233 q242 q243  q25.1 q253
101 bp
78,182,040 bp 78,182,060 bp 78,182,080 bp 78,182,100 bp 78,182,120 bp
| | | | | | | | | |
[ ]

| ] THEINTTORRA

Individual S9, non-neuron

Coverage I

Coverage

Individual S9, muscle

Sequence =) || CCTGGCTCCTGACGGCTGGAGCGACCTGGACGGCCTGCTCAGCTGTGTCCGCCAGGCCATCGCCGACGAGCAGAAGAAGGTGGTGTGGACGGAGCAGAGC(
L A P D GGW S D L DG L LS CI/V RIQ A/l A D EQ K K V V W T E Q S
CARD14

RefSeq Genes




chri9

pl133 pl32 p13.13 p13.11 p12 pll  qil q12 qI311 qI3.12 q132  q1331 q1333 q1342
101 bp
7,566,100 bp 7,566,120 bp 7,566,140 bp 7,566,160 bp 7,566,180 bp
| | | | | | | | | |

Coverage

Individual S9, non-neuron

Coverage

Coverage

Individual S9, muscle

Sequence =) || CGCGCACGCCGCCTACGGCTGGCCCGAGCTGCCGGCGCGCACCCGAGAGCGGATCCGCGGCGCGCGCCTCATCTTCGACCGCGACTCCCTGCCTCCTGGC|
A/H A A Y/G WP E L P AR T R ER I R/'GAR L I FI/DRID SIL PP G
TEX45

RefSeq Genes




chr22
I I I el 1
p13 p12 pll2 pll.1 qll.1 ql121 ql122 q12.1 q122 q123 q13.1 ql32 q1331  q13.32
101 bp
040 bp 42,373,060 bp 42,373,080 bp 42,373,100 bp 42,373,120 bp 42,373,
| | | | | | | | | |

[0 - 1
LT

——

Coverage

Individual S9, neuron

Coverage

Individual S9, muscle

Sequence - ICTGGAGGAACGGAGACAAAGGAGGATTCATGTCCAAAGGTAGGGCGGCCGGCCAGGCCACCGGCACCCGCCAGGAGGAGGCTGCGGCCCCGGCCAGCGCG

RefSeq Genes
SEPT3




chr9

p241 p223 p21.3 p211  pi32 pl2  plLl q12 q3  q@l12  q212 q21.33 q2232 g3l @313 ¢33.1 @333 q3413
101 bp

130,263,440 bp 130,263,460 bp 130,263,480 bp 130,263,500 bp 130,263,520 bp
| | | | |

Coverage

Coverage

Individual C1, neuron

Coverage

Individual C1, muscle

Sequence

RefSeq Genes

GGCCCTCCCCACCCGCCTGCCCTGCCTGTGGCCACCCTCCTCAAATTCTGCAGGTACAGGGTTGTCTCTGAACGTGTTTTCTCCAGTTCTCTAAGTAGAC

LRSAM1




chr8

p232 p22  p213  p2ld pli23  plLl ql11.22 ql22  q132 qLll q212 q22.1 @223 q232 g4l q2421 q24.23

101 bp

338,320 bp 6,338,340 bp 6,338,360 bp 6,338,380 bp 6,338,400 bp 6,
| | | | | | | | | |

Sequence

Coverage

GCTTTCCGGGAAGCCACTTCGCACCCTGAATGTGCTGCTGGGAATTGCGCGTGGCTGCTGGGTTCTCTCTTATGATTGGGTAAGCCCTGTGTGTGAACT

Coverage

Individual S1, neuron

I

Coverage

Individual S1, muscle




chri5
I I ||
pl2 pll2 pll1 gqll2 g2 ql132 ql4 q15.1 q21.1 q213 q222 q2232 q24.1 q25.1 253 261  q262
101 bp
0 bp 45,695,220 bp 45,695,240 bp 45,695,260 bp 45,695,280 bp 45,695,3(
| | | | | | | | | |
Sequence =) | CGGAAGCCCAGCCGCAGCCCGAGGTGCCCCTGGGAGGTCTTTCGGAGGCGGCCGACTCGCTGCGGGAGCTCCTCCGCCTCCCGCTCCGCTACCCGCGCGC

[0 - 339]

Coverage II

Individual S1, non-neuron

[0 - 335]

Coverage

Coverage

Individual S1,




chri2

p1332 p132  pl23  pl2d pli2l q12  qi311 q132 ql42  qi5 212 2132 q22 q232 Q411 422 q24.32
101 bp

120,582,140 bp 120,582,160 bp 120,582,180 bp 120,582,200 bp 120,582,220 bp
| | | | |

Sequence =l

| |AAGAGGCCTT GCTCTAGCTGGGGCAGCAGCAGGGCGATGGCTGT CTCAGCGTACATGGAGATAACCCGCTGGCCCGCGCGCAGGGCGGTGTCACGCACAA1 |

[0 - 265

Coverage

Individual C5, neuron

|
T

Individual C5, muscle




chri7
| |
pl32  pl3l pl12 pll2 plll qll2 ql2  q211 ¢2131 q21.33 q22 q23.1 233  q242 q243  g25.1 253
101 bp
2,575,900 bp 2,575,920 bp 2,575,940 bp 2,575,960 bp 2,575,980 bp
| | | | | | | | |

Sequence =l

| |AATTGATGTTTCATTGCTCTTGGTGGTATATTACTTCATAATATATTGCTGTTATGTGTTTTAGGCCATGACCACAATGTTTCTTCAGTAGCCATCATGC1 |

Coverage

Individual C5, non-neuron

[0-99]

Coverage

Coverage

Individual C5, muscle




chr5

pl532 pl51 pld2 p133  pl3dl pll  gqll2  ql22 q132 ql4l  ql43  qI5 212  q222 232 @31 ¢33 ¢33l q34  ¢351  g35

101 bp
133,747,480 bp
|

133,747,440 bp
|

133,747,460 bp 133,747,500 bp 133,747,520 bp
| | |

Coverage

Individual C6, non-neuron

Coverage

Coverage

Individual C6, muscle

Sequence -

RefSeq Genes

[CCATTGCTTCTCGCTCTCTGAGTAGGAGCGGAACT GCTCCGCGAAGTCGGCCGCCTGCCGCACCCCCGAAACCAGCT CCTCCACTGCGGCAGCCGCCTCG{

CDKN2AIPNL




[ ] [ ] [ 1]
p222  p22.12 p212 plid4  pll2 pli2: ql12 q132  q211 q21.31 25 q262  q27.d

101 bp
25,013,960 bp 25,013,980 bp 25,014,000 bp 25,014,020 bp 25,014,040 bp
| | | | |

Coverage
Individual C6, non-neuron

Coverage
S ——
P — .
—_—

Coverage
In ual C6, muscle

Sequence = || T TCTGCAGGACTACAGAAAACTCAAGAACACAGCAGAGCAATTCTTGTCCCGAAGTGGCTACTCCGAAGTGAATCTGAGCAAACTCTTCGCTGGTT GT GCH
vV 'L QD Y R KL KIN T A E|Q F L SIR S| G YIS E 'V NIL|S K LIF AIG|CILA

e Senes I




